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Believed Mutation rates for markers (37) 

� Unknown rate for 2 markers- 
± 460, 607  

� Slow rate for 17 markers- 
± 393, 19, 426, 388, 389-1, 392, 389 -2, 459a, 459b, 

455, 454, 437, 448, YCAb, 



Mutations found for markers DNA1 
14 tested 29 probable mutations 

� Unknown rate  
± no mutations  

� Slow rate  
± 1 mutation for 392  

� Average rate  
± 5 mutations, 2 with same value for 390,  

� John Nesbit 1730-1801 York Co, PA and 
� William C. Nesbitt b.1880 Nashville, TN  

±  3 mutations, 2 with same value for GATAH4,  
�  Robert Nesbitt, b.1814, Basking Ridge, NJ and 
� William Nesbitt b.1840 Taylorstown, Antrim to PA   

� Fast rate 20 mutations 
± 1 marker evenly splits the group in 2  
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Mutations found for markers DNA3 
 22 tested 58 probable mutations 

� Unknown rate 
± 1 mutation for 460 

� Slow rate  
± 8 mutations, 2 for same value for 



Smaller Groups 

DNA5 3 tested 5 probable mutations 

DNA5 2 tested 5 probable mutations 

Unknown rate 1 mutation  
Slow rate 2 mutations  

Average rate 2 mutations 
Fast rate 3 mutations  

Unknown and average none  
Slow rate 1 mutation 

Average rate none 
Fast rate 4 mutations  

Unknown none 
slow none  

Average rate 1 mutation 
Fast rate 4 mutations  

DNA4 3 tested 8 probable mutations 



Mutation rates for markers  
Mutation rates 
�  are Probably higher than was first thought 
� It is also thought some families are more prone to 

mutations than others 
� Cells have an automatic reset, but rate for this is 

not known,  
� in 67 markers they calculate every 25 generations they 

reset.  

� It is really unknown as testing is so new  
� there are not enough known generations tested, after 

ancestor was tested 

�
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Median group comparison  
Slow 17 markers 



Median compare Groups 
Unknown 2 markers                            Average 4 markers    




